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Schreiber, David 



From: 

Sent: 

To: 

Subject: 



Schreiber, David 
case 09/488265 



Ramirez, Delia 

Monday. July 01, 2002 5:15 PM 



Hi David 



I was wondering if you could do these alignments for me. The claims recite that the % identity should be calculated with 
GAP length weight=0, gap welght=3 for proteins and gap creation penalty=50, gap extension penalty=3 for DNA The 
alignments are as follows: 

Seq id 25 (DNA): against seq id 164 of 09/684,855 

seq id 26 (protein): against seq id 163 of 09/684.855, seq id 9 of 09/273.871 , seq id 167 of 09/343, 126 
seq id 27(protein): against seq id 167 of 09/343.126. seq id 160 of 09/684.855 



Thank you, 
Delia 

Delia M. Ramirez. Ph.D. 
Patent Examiner - Art Unit 1652 
USPTO 

1911 S. Clark Street. Crystal Mall 1. 10D04, Mail room 10C01 
Arlington. VA 22202 
(703) 306-0288 
delia.ramirez@uspto.gov 
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U.S. DEPARTMEr^ OF COMMERCE 
Patent and Trademark Office 

SEARCH REQUEST FORM 

Requestor's Serial 

Name: Number: 



Date: Phone: Art Unit: 



Search Topic: 

Please write a detailed statement of search topic. Describe specifically as possible the subject matter to be searched. Define any 
terms that may have a special meaning. Give examples or relevent citations, authors, keywords, etc., if known. For sequences, 
please attach a copy of the sequence. You may include a copy of the broadest and/or most relevent claim(s). 



STAFF USE ONLY 
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CPU time:_ 
Total time: 



Number of Searches: 



Number of Databases: ^ 



Search Site 
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Type of Search 
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Bibliographic 
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STN 

Dialog 

APS 
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SDC 
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OtherC 



PTO-1 580 (9-90) 




End of Result Set 

rj Generate Collection j; | Print [ 



Ll: Entry 1 of 1 File: USPT Nov 28, 2000 

US -PAT -NO: 6153418 

DOCUMENT- IDENTIFIER: US 6153418 A 
TITLE: Consensus phytases 
DATE-ISSUED: November 28, 2000 

INVENTOR- INFORMATION : 

NAME CITY STATE ZIP CODE COUNTRY 

Lehmann; Martin Inzlingen DEX 

US -CL- CURRENT: 435/195; 424/ 94 . 1 , 424 / 94.6 , 435/196 



CLAIMS : 

What is claimed is: 

1. A consensus protein which has the amino acid sequence selected from the group 
consisting of SEQ ID NO : 1 and amino acid sequences containing amino acid additions, 
deletions, and replacements to SEQ ID N0:1, which sequences have up to two amino acids 
which are different from the sequence of SEQ ID N0:1. 

2. A polypeptide having the amino acid sequence of SEQ ID N0:1. 

3 . A consensus protein which has the amino acid sequence selected from the group 
consisting of SEQ ID NO : 2 and amino acid sequences containing amino acid additions, 
deletions, and replacements to SEQ ID NO: 2, which sequences have up to two amino acids 
which are different from the sequence of SEQ ID NO: 2. 

4. A mutein which has the amino acid sequence of SEQ ID NO: 2 with the proviso that Q 
at position 50 is replaced by L, T or G. 

5. A mutein which has the amino acid sequence of SEQ ID NO: 2 with the proviso that Q 
at position 50 is replaced by T and, Y at position 51 is replaced by N. 

6. A mutein which has the amino acid sequence of SEQ ID NO: 2 with the proviso that Q 
at position 50 is replaced by L and, Y at position 51 is replaced by N. 

7. A polypeptide having the amino acid sequence of SEQ ID NO: 2. 

8 . A food composition comprising a food in combination with an amino acid sequence 
selected from the group consisting of SEQ ID N0:1 and amino acid sequences containing 
amino acid additions, deletions, and replacements to SEQ ID N0:1, which sequences have 
up to two amino acids which are different from the sequence of SEQ ID N0:1. 

9. A food composition according to claim 8 comprising a polypeptide having the amino 
acid sequence of SEQ ID NO : 1 . 

10. A food composition comprising a food in combination with an amino acid sequence 
selected from the group consisting of SEQ ID NO: 2 and amino acid sequences containing 
amino acid additions, deletions, and replacements to SEQ ID N0:2, which sequences have 
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up to two amino acids which are different from the sequence of SEQ ID NO: 2, 

11. A food composition according to claim 10 comprising a polypeptide having the amino 
acid sequence of SEQ ID NO: 2. 



